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Purified genes from a mammal, reagents related thereto including purified proteins, specific antibodies, and nucleic acids encoding 
the polypeptides are provided. Methods of using said reagents and diagnostic kits are also provided. Characterization of genes and products 
relating to DC-PGT (Dendritic cell prostaglandin-like transporter), HDTEA84, HSLJD37R and RANKL (related to TNF receptor family), 
HCC5 chemokine, Dub 11 and Dub 12 (Deublquitinating 11 and 12), MD-1 and MD-2 (proteins which exhibit properties of ligands for 
proteins exhibiting a leucine-rich protein motif (LRR)) and cyclin E2. 
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provides compositions which will be important in the control of 
cell division and transcription. 

SUMMARY OF THE INVENTION 

5 

The present invention is based, in part, upon the 
characterization of the genes and products relating to the DC-PGT, 
HDTEA84, HSLJD37R, RANKL, HCC5 chemokine, Dubll, Dubl2 , MD-1 , MD- 
2, and cyclin E2 . It provides, nucleic acids, polypeptides, 

10 antibodies, and methods for making and using such compositions. 

In the DC-PGT embodiments, the invention provides an isolated 
or recombinant antigenic polypeptide comprising: a plurality of 
distinct segments, wherein each segment has identity to at least 
12 contiguous amino acids from the mature SEQ ID NO : 2 ; or at 

15 least 17 contiguous amino acids from the mature SEQ ID NO: 2. In 
certain embodiments, the plurality of segments includes one of at 
least 19 contiguous amino acids; or two of at least 15 contiguous 
amino acids. Other polypeptides include those wherein the 
polypeptide: comprises the mature SEQ ID NO: 2; binds with 

2 0 specificity to a polyclonal antibody which specifically binds to 

SEQ ID NO: 2; or the polypeptide: is a natural allelic variant of 
SEQ ID NO: 2; is at least 3 0 amino acids in length; exhibits at 
least two non- overlapping epitopes specific for SEQ ! ID NO: 2; is a 
synthetic polypeptide; is attached to a solid substrate; or is a 
25 5-fold or less conservative substitution from SEQ ID NO: 2. 

Fusion polypeptides are also provided, e.g., comprising first and 
second portions, the first portion comprising a sequence as 
described and the second portion comprising a detectable marker. 
Pharmaceutical compositions are made available, e.g. , comprising a 

3 0 sterile polypeptide, as described, in a pharmaceutic ally 

acceptable carrier. 

Polynucleotide embodiments include an isolated or recombinant 
polynucleotide encoding a described polypeptide. Preferred forms 
will be such a polynucleotide which: comprises the mature 
35 polypeptide coding portion of SEQ ID NO: 1; or encodes the mature 
SEQ ID NO: 2. Preferred embodiments include wherein the 
polynucleotide is: a PCR product; a hybridization probe; a 

SUBSTITUTE SHEET ( rule 26 ) 
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binds to a described polypeptide, comprising: incubating 
components comprising the compound and the polypeptide under 
conditions sufficient to allow the components to interact; and 
measuring the binding of the compound to the polypeptide. 
5 In TNF receptor-like embodiments, the invention further 

provides an isolated or recombinant polynucleotide encoding an 
antigenic polypeptide comprising at least 17 .contiguous amino 
acids from: the mature polypeptide from SEQ ID NO: 6; the mature 
polypeptide from SEQ ID NO: 8;. the mature polypeptide from SEQ ID 

10 NO: 10,- the mature polypeptide from SEQ ID NO: 12; the mature 

polypeptide from SEQ ID NO: 17; the mature polypeptide from SEQ ID 
NO: 19; the mature polypeptide from SEQ ID NO: 21; or the mature 
polypeptide from SEQ ID NO : 23 , In preferred embodiments , such 
polynucleotide will encode all of the polypeptide of: signal 

15 processed SEQ ID NO: 6; signal processed SEQ ID NO: 8; signal 

processed SEQ ID NO: 10; signal processed SEQ ID NO: 12; signal 
processed SEQ ID NO: 17; SEQ ID NO: 19; SEQ ID NO: 21; or SEQ ID 
NO: 23. Other embodiments include such a polynucleotide, which 
hybridizes at 55° C, less than 500 mM salt, and 5 0% formamide to 

20 the: mature protein coding portion of SEQ ID NO: 5; signal 

processed coding portion of SEQ ID NO: 7; signal processed coding 
portion of SEQ ID NO: 9; signal processed coding portion of SEQ ID 
NO: 11; mature protein coding portion of SEQ ID NO: 16; 
polypeptide coding portion of SEQ ID NO: 18; polypeptide coding 

25 portion of SEQ ID NO: 20; or polypeptide coding portion of SEQ ID 
NO: 22. Other forms include those polynucleotides, comprising at 
least 35 contiguous nucleotides of: mature protein coding portion 
of SEQ ID NO: 5; signal processed coding portion of SEQ ID NO: 7; 
signal processed coding portion of SEQ ID NO: 9; signal processed 

3 0 coding portion of SEQ ID NO: 11; mature protein coding portion of 
SEQ ID NO: 16; polypeptide coding portion of SEQ ID NO: 18; 
polypeptide coding portion of SEQ ID NO: 20; or polypeptide coding 
portion of SEQ ID NO: 22. Various' expression vectors axe provided 
comprising such a polynucleotide. The invention also provides a 

35 host cell containing the expression vector, including a eukaryotic 
cell. 
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sample is from a human, and the binding compound is an antibody. 
Such also allow for production of a detection kit comprising the 
binding compound, and: instructional material for the use of the 
binding compound for the detection; or a compartment providing 
5 segregation of the binding compound. 

Polypeptides are also made available, e.g., a substantially 
pure or isolated antigenic polypeptide, which binds to the 
described binding composition, and further comprises at least 17 
contiguous amino acids from: signal processed SEQ ID NO: 6; signal 

10 processed SEQ ID WO: 8; signal processed SEQ ID MO: 10; signal 
processed SEQ ID NO: 12; signal processed SEQ ID NO: 17; SEQ ID 
NO: 19; SEQ ID NO : 21; or SEQ ID NO: 23. Preferred polypeptides 
include those which: comprise at least a fragment of at least 25 
contiguous amino acid residues from: a primate HDTEA84 protein; a 

15 primate HSLJD37R protein; or a rodent or primate RANKL protein; or 
are soluble polypeptides; are detectably labeled; are in a sterile 
composition; are in a buffered composition; bind to an sialic acid 
residue; are recombinantly produced; or have a naturally occurring 
polypeptide sequence. In other embodiments, the polypeptide 

20 comprises at least 17 contiguous amino acids from the: signal 
processed SEQ ID NO: 6; signal processed SEQ ID NO: 8; signal 
processed SEQ ID NO: 12; signal processed SEQ ID NO: 17; SEQ ID 
NO: 19; SEQ ID NO: 21; or SEQ ID NO: 23. 

Methods are provided, including a method of modulating a 

25 precursor cell physiology or function comprising a step of 

contacting the cell with: a binding compound which binds to a 
described polypeptide; an HDTEA84 polypeptide; an HSLJD37R 
polypeptide; or a RANKL polypeptide. The method may be one 
wherein the contacting is in combination with a TNF family ligand, 

3 0 or an antagonist of the TNF family ligand. 

In other embodiments, the present invention provides 
compositions related to other chemokine, Dub, or surface protein 
genes. Polypeptide embodiments include: a substantially pure or 
recombinant HCC5 polypeptide exhibiting identity over a length of 

35 at least 12 amino acids to SEQ ID NO: 25; an isolated natural 

sequence HCC5 of mature SEQ ID NO: 25; a fusion protein comprising 
HCC5 sequence; a substantially pure or recombinant Dubll 

SUBSTITUTE SHEET ( rule 26 ) 
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21- A method of detecting the presence of a complementary 
polynucleotide in a sample, comprising contacting a polynucleotide 
of Claim 6 that selectively hybridizes with said complementary 
polynucleotide in said sample to form a detectable duplex; thereby 
indicating the presence of said polynucleotide in said sample. 

22. A method for identifying a compound that binds to a 
polypeptide of Claim 1, comprising: 

a) incubating components, comprising said compound and said 

polypeptide under conditions sufficient to allow the 
components to interact; and 

b) measuring the binding of the compound to said 

polypeptide . 



23 . An isolated or recombinant polynucleotide encoding an 
antigenic polypeptide comprising: 

a) at least 17 contiguous amino acids from the mature 

polypeptide from SEQ ID NO: 6; 

b) at least 17 contiguous amino acids from the mature 

polypeptide from SEQ ID NO: 8; 

c) at least 17 contiguous amino acids from the mature 

polypeptide from SEQ ID NO: 10; 

d) at least 17 contiguous amino acids from the mature 
■polypeptide from SEQ ID NO: 12; 

e) at least 17 contiguous amino acids from the mature 

polypeptide from SEQ ID NO: 17; 

f) at least 17 contiguous amino acids from the mature 

polypeptide from SEQ ID NO: 19; 

g) at least 17 contiguous amino acids from the mature 

polypeptide from SEQ ID NO: 21; or 

h) at least 17 contiguous amino acids from the mature 

polypeptide from SEQ ID NO: 23. 

24. The polynucleotide of Claim 23, encoding all of the 
polypeptide of: 

a) signal processed SEQ ID NO: 6; 

b) signal processed SEQ ID NO: 8; 

c) signal processed SEQ ID NO: 10; 
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d) signal processed SEQ ID NO: 12; 

e) signal processed SEQ ID NO: 17; 

f) SEQ ID NO: 19; 

g) SEQ ID NO: 21; or 

h) SEQ ID NO: 23 . 

25. The polynucleotide of Claim 23, which hybridizes at 55° 
C, less than 500 mM salt, and 50% formamide to the: 

a) mature protein coding portion of SEQ ID NO: 5; 

b) signal processed coding portion of SEQ ID NO: 7; 

c) signal processed coding portion of SEQ ID NO: 9; 

d) signal processed coding portion of SEQ ID NO: 11; 

e) mature protein coding portion of SEQ ID NO: 16; 
f} polypeptide coding portion of SEQ ID NO: 18; 

g) polypeptide coding portion of SEQ ID NO: 20; or 

h) polypeptide coding portion of SEQ ID NO: 22. 

26- The polynucleotide of Claim 25, comprising at least 35 
contiguous nucleotides of: 

a) mature protein coding portion of SEQ ID NO: 5; 

b) signal processed coding portion of SEQ ID NO: 7; 

c) signal processed coding portion of SEQ ID NO: 9; 

d) signal processed coding portion of SEQ ID NO: 11; 

e) mature protein coding portion of SEQ ID NO: 16; 

f) polypeptide coding portion of SEQ ID NO: 18; 

g) polypeptide coding portion of SEQ ID NO: 20; or 

h) polypeptide coding portion of SEQ ID NO: 22. 

27. An expression vector comprising the polynucleotide of 
Claim 23. 

28. A host cell containing the expression vector of Claim 
27 , including a eukaryotic cell . 

29 . A method of making an antigenic polypeptide comprising 
expressing a recombinant polynucleotide of Claim 23 . 
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30. A method for detecting a polynucleotide of Claim 23, 
comprising contacting said polynucleotide with a probe that 
hybridizes, under stringent conditions, to at least 25 contiguous 
nucleotides of the: 

a) mature protein coding portion of SEQ ID NO: 5; 

b) signal processed coding portion of SEQ ID NO: 7; 

c) signal processed coding portion of SEQ ID NO: 9; 

d) signal processed coding portion of SEQ ID NO: 11; 

e) mature protein coding portion of SEQ ID NO: 16; 

f) polypeptide coding portion of SEQ ID NO: 18; 

g) polypeptide coding portion of SEQ ID NO : 20; or 

h) polypeptide coding portion of SEQ ID NO: 22; 

to form a duplex, wherein detection of said duplex indicates the 
presence of said polynucleotide. 

31. A kit for the detection of a polynucleotide of Claim 23, 
comprising a compartment containing a probe that hybridizes, under 
stringent hybridization conditions, to at least 17 contiguous 
nucleotides of a polynucleotide of Claim bl to form a duplex. 

32. The kit of Claim 31, wherein said probe is detectably 
labeled. 

33 . A binding compound comprising an antibody binding site 
which specifically binds to a polypeptide comprising at least 17 
contiguous amino acids from: 



a) 


signal processed SEQ 


ID 


NO: 


6; 


b) 


signal processed' SEQ 


ID 


NO: 


8; 


c) 


signal processed SEQ 


ID 


NO: 


10 


d) 


signal processed SEQ 


ID 


NO: 


12 


e) 


signal processed SEQ 


ID 


NO: 


17 


f) 


SEQ ID NO: 19; 








g) 


SEQ ID NO: 21; or 








h) 


SEQ ID NO: 23 . 









34. The binding compound of Claim 33, wherein: 
a) said antibody binding site is : 
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1) selectively immunoreactive with, the: 

a) signal processed SEQ ID NO: 6; 

b) signal processed SEQ ID NO: 8; 

c) signal processed SEQ ID NO: 10; 
5 d) signal processed SEQ ID NO: 12; 

e) signal processed SEQ ID NO: 17; 

f) SEQ ID NO: 19; 

g) SEQ ID NO: 21; or 

h) SEQ ID NO: 23; 

10 2) raised against a purified or recombinant ly produced 

human HDTEA84 protein; 

3) raised against a purified or recombinantly produced 

human HSLJD37R protein; or 

4) in a monoclonal antibody, Fab, or F{ab}2; or 
15 b) said binding compound is : 

1) an antibody molecule; 

2) a polyclonal antiserum; 

3) detectably labeled; 

4) sterile; or 

20 5) in a buffered composition. 

35. A method using the binding compound of Claim 33, 
comprising contacting said binding compound with a biological 
sample comprising an antigen, thereby forming a binding 

25 compound: antigen complex. 

36. The method of Claim 35, wherein said biological sample 
is from a human, and wherein said binding compound is an antibody. 

37. A detection kit comprising said binding compound of 
3 0 Claim 34, and: 

a) instructional material for the use of said binding 

compound for said detection,- or 

b) a compartment providing segregation of said binding 

compound . 
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38. A substantially pure or isolated antigenic polypeptide, 
which binds to said binding composition of Claim 33, and further 
comprises at least 17 contiguous amino acids from: 



a} 


signal processed SEQ 


ID 


NO: 


6; 


b} 


signal processed SEQ 


ID 


NO: 


8; 


c} 


signal processed SEQ 


ID 


NO: 


10 


d) 


signal processed SEQ ID MO: 


12 


e) 


signal processed SEQ 


ID 


NO: 


17 


f) 


SEQ ID NO: 19; 








g) 


SEQ ID NO: 21; or 








h) 


SEQ ID NO: 23 . 









39. The polypeptide of Claim 38, which: 

a) comprises at least a fragment of at least 25 contiguous 

amino acid residues from a primate HDTEA84 protein; 

b) comprises at least a fragment of at least 25 contiguous 

amino acid residues from a primate HSLJD37R protein; 

c) comprises at least a fragment of at least 25 contiguous 

amino acid residues from a rodent or primate RANKL 
protein; 

d) is a soluble polypeptide; 

e) is detectably labeled ; 

f ) is in a sterile composition; 
g} is in a buffered composition; 

h) binds to an sialic acid residue; 

i) is recombinantly produced, or 

j) has a naturally occurring polypeptide sequence. 

40. The polypeptide of Claim 39, which comprises at least 17 
contiguous amino acids from the: 



a) 


signal processed SEQ 


ID 


NO: 


6; 


b) 


signal processed SEQ 


ID 


NO: 


8; 


c) 


signal processed SEQ 


ID 


NO: 


10 


d) 


signal processed SEQ 


ID 


NO: 


12 


e) 


signal processed SEQ 


ID 


NO: 


17 


f) 


SEQ ID NO: 19; 








g) 


SEQ ID NO: 21; or 








32) 


SEQ ID NO: 23 . 
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agt tgc ate acc tgt get gtc ate aat cgt gtt cag aag gtc aac tgc 3 02 
Ser Cys He Thr Cys Ala Val lie Asn Arg Val Gin Lys Val Asn Cys 
60 65 70 75 

aca get acc tct aat get gtc tgt ggg gac tgt ttg ccc agg ttc tac 350 
Thr Ala Thr Ser Asn Ala Val Cys Gly Asp Cys Leu Pro Arg Phe Tyr 
80 85 90 

cga aag aca cgc att gga ggc ctg cag gac caa gag tgc ate ccg tgc 3 98 
Arg Lys Thr Arg He Gly Gly Leu Gin Asp Gin Glu Cys He Pro Cys 
95 100 105 

acg aag cag acc ccc acc tct gag gtt caa tgt gec ttc cag ttg age 446 
Thr Lys Gin Thr Pro Thr Ser Glu Val Gin Cys Ala Phe Gin Leu Ser 
HO 115 12 0 

tta gtg gag gca gat gca ccc aca gtg ccc cct cag gag gec aca ctt 494 
Leu Val Glu Ala Asp Ala Pro Thr Val Pro Pro Gin Glu Ala Thr Leu. 
125 130 135 

gtt gca ctg gtg age age ctg eta gtg gtg ttt acc ctg gec ttc ctg 542 
Val Ala Leu. Val Ser Ser Leu Leu Val Val Phe Thr Leu Ala Phe Leu 
140 " , • 145 150 155 

ggg etc ttc ttc etc tac tgc aag cag ttc ttc aac aga cat tgc cag 59 0 
Gly Leu Phe Phe Leu Tyr . Cys Lys Gin Phe Phe Asn Arg His Cys Gin 
160 165 170 

cgt gga ggt ttg ctg cag ttt gag get gat aaa aca gca aag gag gaa 638 
Arg Gly Gly Leu Leu Gin Phe Glu Ala Asp Lys Thr Ala Lys Glu Glu 
175 180 185 

tct etc ttc ccc gtg cca ccc age aag gag acc agt get gag tec caa 686 
Ser Leu Phe Pro Val Pro Pro Ser Lys Glu Thr Ser Ala Glu Ser Gin 
190 195 200 

gtc tct tgg gec cct ggc age ctt gec cag ttg ttc tct ctg gac tct 734 
Val Ser Trp Ala Pro Gly Ser Leu Ala Gin Leu Phe Ser Leu Asp Ser 
2D5 210 215 

gtt cct ata cca caa cag cag cag ggg cct gaa atg tgatgtccac 780 
Val Pro He Pro Gin Gin Gin Gin Gly Pro Glu Met 
22 0 225 ' 23 0 

angagctaat accctacaga tggggcatat cctatcccat cccaccagag gattgattct 840 

ccatttcaca aggactgatc tggagcattt cttgcttccc tgttgtagtc tggggageca 900 

gattccacat tcatgggact accagacatg tt 932 

<210> 23 

<211> 231 

<212> PRT 

<213> Unknown 

<400> 23 

Met Asp Cys Gin Glu Asn Glu Tyr Trp Asp Gin Trp Gly Arg Cys Val 
1 5 10 " 15 
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5 Thr Cys Gin Arg Cys Gly Pro Gly Gin Glu Leu Ser Lys Asp Cys Gly 
20 25 30 

Tyr Gly Glu Gly Gly Asp Ala Tyr Cys Thr Ala Cys Pro Pro Arg Arg 
35 40 45 

10 

Tyr Lys Ser Ser Trp Gly His His Lys Cys Gin Ser Cys lie Thr Cys 
50 55 60 

Ala Val lie Asn Arg Val Gin Lys Val Asn Cys Thr Ala Thr Ser Asn 
15 65 70 75 80 

Ala Val Cys Gly Asp Cys Leu Pro Arg Phe Tyr Arg Lys Thr Arg lie 
85 90 95 

20 Gly Gly Leu Gin Asp Gin Glu Cys lie Pro Cys Thr Lys Gin Thr Pro 
100 105 110 

Thr Ser Glu Val Gin Cys Ala Phe Gin Leu Ser Leu Val Glu Ala Asp 
115 120 125 

25 

Ala Pro Thr Val Pro Pro Gin Glu Ala Thr Leu Val Ala Leu Val Ser 
130 135 140 

Ser Leu Leu Val Val Phe Thr Leu Ala Phe Leu Gly Leu Phe Phe Leu 
30 145 150 155 160 

Tyr Cys Lys Gin Phe Phe Asn Arg His Cys Gin Arg Gly Gly Leu Leu 
165 170 175 

35 Gin Phe Glu Ala Asp Lys Thr Ala Lys Glu Glu Ser Leu Phe Pro Val 
180 185 190 

Pro Pro Ser Lys Glu Thr Ser Ala Glu Ser Gin Val Ser Trp Ala Pro 
195 200 205 

40 

Gly Ser Leu Ala Gin Leu Phe Ser Leu Asp Ser Val Pro lie Pro Gin 
210 215 220 

Gin Gin Gin Gly Pro Glu Met 
45 225 230 

<210> 24 
<211> 232 
50 <212> DNA 

<213> Unknown 

<220> 

<223> Description of Unknown Organism:primate 

55 

<400> 24 

ttggccttag ggaccaagct tttatcatcg tcagtgggac ttaacctgtc ttaaaagtgc 60 
tgcttctcct acact cgctc aagatcccga gtcagctgta ttatggcatc ctattagtca 120 

60 

ggcagcctgt gcttcaagcc cgtagttgta ttcatcccct aaaggggcca ttccgtttgt 18 0 
atcatcacat gtcctcagtg ggtccatgtg tatatcaagg acatgatgca ga 232 
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